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Figure 1 Immunohistochemistry of the colorectal carcinoma and adjacent nonneoplastic tissues showing positive expression of
RPS15a protein in the high- (A), moderate- (B), and low-differentiated (C) colorectal carcinoma tissues, and negative expression of
RPS15a protein in the adjacent nonneoplastic tissues (D) or preimmune serum (E) (SP staining, original magnificationx400) .
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Expression and significance of ribosome protein S15a gene in colorectal carcinoma
MENG Cun-ying, YUAN Dong-hong, WANG Ying-mei, WANG Yan, ZHANG Xin, LIU Jie

[ Abstract]

Objective To study the expression and significance of ribosome protein s15a (RPS15a) gene in colorectal carcinoma tissues.

Methods

SP immunohistochemistry was used to detect the expression of RPS15a protein in 82 samples of colorectal carcinoma
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and adjacent nonneoplastic tissues.
Results In the 82 samples of colorectal carcinoma and adjacent normal tissues, the positive expression rate of RPS15a protein was
72.0% (59/82) and 40.2% (33/82), respectively. Statistical analysis suggested that the positive expression rate of RPS15a protein in
the colorectal carcinoma tissues was significantly higher than that in the normal tissues (3*=17.76, P <0.05). The expression of
RPS15a protein was significantly correlated with the depth of invasion (y*=5.47, P <0.05) and lymph node metastases (y*=25.89,
P <0.05).
Conclusion High expression of RPS15a protein may play an important role in the development of colorectal carcinoma tissues.
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